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WErf - E v e SRR L) R LVEAE ~ IR E BRI A -
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#rf o SUERARES T 3000 AELL ERYERSE » ] T EES 2000 SEFTHYEERIIE - a BT R
TR = R PR (A AR - BREOZS TIDRL AL 6 IR T SRAL BRI S 2 Fr sk sk
st BT REWIA - Fefee T By BRI e A4 B il s b Bt —— 3R (Chen 1989) -
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16 ~ B R A i LB B IR » Hoan 5 sURHS IR R R BRI & - R I iRE 1
WREM ~ ZFMH R ORI ~ KATHE ~ A o KPL[R—fEtee R [R5 T gE
BANFIZATRE TR TR T e & Bl A > — B0 5 (78 R R S M oy e A R -

RAPD ZAR#5 DNA JE&HEZHEA E (polymerase chain reaction, PCR) » FIJF A T FEME &1
DNA 73 F-{E5 [ (primer) » FHLE AR R AYELAIAH DNA Bfeiff > #4835 PCR KfERS > #E7T DNA f
LHIBERE AR (Williams er al. 1990) 2155 [ Bl — Bt DNA HA A #f % 751 - HIlEZ
5 RS AL A B A DNA F75 > R ny DAEREEELRIAH DNA HEF T80T - DU REE
FENEERE - BRI R AL ~ RIS S o FIIH—%515 [ 717 PCR & - sEESE R FE
JEH DNA FrE: » J5% DNA Fr BerIfE R e N R B 1R AR mEGT Ry 2252
A DAL E IR AR A3 R ARRNIRE - F2RE R A 2= SRR S B RRR

FIAN AR 3 R0 iT DAEA [RI R E R 7 AR e s 2> B S SR B DL o B AR
RIS - IR A S 5 2 BB N BT RS AL DNA 43220 AR A o JE I
FERAR B o B P I —F i s i e OB BRI S EY Bk (Wen & Chieh 2003) ~ 251
(Wen & Liu 2004) FAfEtH (Wong ef al. 2003) » HEBRIF A4 %#E - Lanham & Brennan (2001)%Z
Sz — R 37 (E{EBEHETT RAPD 43880 /R0 iR ] E T4 388 e YA 2R (Harada et al.
1993 ; Koller et al. 1993) ~ L (Botta et al. 1998 ; Oliveira ef al. 1999) ~ fifi (Luo ef al. 1995) ~ E& (Botta
etal. 1999) ~ & (Wu & Chen 2003) ~ {7 (Bartolozzi e al. 1998) ~ t*5 (Schnell et al. 1995) ~ it
Ho (Pan ef al. 2002) ~ 744% (Anuntalabhochai et al. 2002) ~ %j%j (Fanizza et al. 1999 ; Moreno et al.
1995 ; Quetal 1996) ~ Ak (Nicese ef al. 1998) ~ /KJI\ (Sondur et al. 1996 ; Stiles et al. 1993) ~ FHH
(Damasco et al. 1996) ~ if& (Wiesman et al. 1998) ~ fi#ZL (Fielder et al. 1998) K[ H# 1 (Tang et al.
2003) % > [LERHH RAPD Hiffi AR T S sl & CERI Bz EM -

P S S P B R I R R AL S R PR A MR i3t 30 T - 20 1 JHL At B 22 U A i [ L A b g A
e o (R BERUBR R A RS > DAMER SR B R O 275 IR AR BRY -

PR ER T A
gt

SRERFIT PR R E AR H PR (S 2850 850 m &2 SRIIREIF (R A E B (R 2 MO 30 il » 154
PAREE Ahd > 7-12 4R2E » HAATR R 1 -

EBEREERE
AELIE H S« BEAE I ~ FE9PRE ~ BROURGERIR ~ Rt FaA Y R ~ nETEEEY)
FFER o TS o SATMELNT « PEAEIY] © PREIAT S0%RUFEIBHAE - PHIRE © 20 FPHE

=

2.
DNA ZHENTS A

TENFIRERRER AT B 0.1~0.2 g » FIIFIVRRE R /KEZ1R: » FEWFIERI R - TIA 65°C DNA
ZEAURRETE (100mM Tris-HCI » pH8.0 5 20 mM EDTA ; 1.4M NaCl ; 2% (w/v) CTAB ; 1% (v/v)
PEG6000 ; 0.5% (v/v) 2-Mercaptoethanol) 600 pl » #SEGE A4 > E@HY 65°C /a8 30 min > FUHER
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7 1. GABRFTRE A Mt A8 R AR

Table 1. The name and origin of 30 cultivars of mei (Prunus mume) used in the study

No  Cultivar name Country of origin No Cultivar name Country of origin
1 Pai fen % Taiwan 16 Ta hung AHL Taiwan
2 Erh hung — 4T Taiwan 17 Tao hsing mei HkIZHE Taiwan
3 Ta ching K& Taiwan 18 Yuan chung [E[ff Taiwan
4 Tai tung 55 Taiwan 19 Pin pang =% Taiwan
5 Erh ching —F Taiwan 20 Chin kuang $#% Japan
6 Yen chin NG Taiwan 21 Ching kuang & % Taiwan
7 Fenghung taiga #[¥; 155 China 22 Ta gong fen K= f) China

8 Pink double Unknown 23 Chia hsien F{[l| Taiwan
9 Sha lien 75H Taiwan 24 Pink lady Unknown
10  Laomei #HKg Taiwan 25 Long you HEF China
11 Tao chih pien JE%& Japan 26 Yang lao chih chui #H#F7HE Japan
12 Wan fan 52 Taiwan 27 Yu yuan chih chui KIERFE Japan
13 Tsiao li mei /)Nf7ff Taiwan 28 Hung mei 4[5 China
14 Peige gongfen =¥y China 29 Wei kai hung ZREFAL Japan
15 Ching wu 5% Taiwan 30 Ku li hung 5 #4L China

BRI - JILA 600 pul chloroform-isoamyl alcohol (24 : 1 > v/v) » €4 » L 9,000 rpm (MICRO 240A >
Denville Scientific Inc.) #f/(» 10 min o B F /@ EHAPEREOE T » JIA 400 ul HY RPN
(Isopropanol) J&%4] > 2L 9,000 rpm Eff.» 10 min & F3EW  JIA 1 mL FYPERAREE (washing buffer)
(76% (v/v) ethanol ; 10mM ammonium acetate) JEVEELEY) > BLL 9,000 rpm B (s 10 min » £ RS o
TR AL 72020802 o PRigYA 50 ul TE #ZfEE (10mM Tris-HCI > pH7.4 5 1mM EDTA) H > f[]
A RNaseA » I % AR 50 mg/mL » 3 37°C N FE 1hr & DNA g 100 £% - FADEELLE
FHHE ODag FYIREAE » 515 DNA FUJRFE -

REMFEHERE (Polymerase Chain Reaction » PCR) EREEX D7

LA 30 ng ) genomic DNA Ef5A » {EAEHGHE 30 ul SOMEAWRHAET THR (e 2 A E » VAW
154574 10 mM Tris-HCI » pH9.0 5 50 mM KCl ; 0.1% Triton X-100 ; 2.5 mM MgCl, ; 200 mM dNTP
(dATP > dCTP » dGTP > dTTP) ; 0.2 mM 5|F- (primer) %z 0.5 unit Taq DNA polymerase ( Promega,
USA.) > 5 F4H Operon kit (Operon kit : OPAA-OPAE, OPA-OPJ 3t 300 {§¢) » Mi{EyAawE /A 50
wl FYBEY) > 12 A\ DNA 2EERE (STRATAGENE, RoboCycler Gradient 96 Temperature Cycler) HH -
SETR A 94°C 3 min—37°C 1 min 20 sec—72°C1 min 20 sec » =& —{EEE (cycle) ; FHLA
94°C 1 min 20 sec—37°C 1 min 20 sec—72°C 2 min 20 sec » 17T 43 {E{EER > ESE KR B 8HRAT
R 4 CIRIR R -

I 12 pl RIS TR DNA > JIIA 1 ul #ifg 6 f5EE ki (loading dye, 30%
Glycerol ; 0.025% Bromophenol blue) » DL 1.5% IS (Agarose, Boehringer Mannheim GmbH
Germany) YE{TEEVK » FFEIFY 30 min - B3k LA 0.5 mg/mL ethidium bromide 44£% 20-30 min » A UV
s T EZE B DNA R4 By » WA KRI85 Kodak Digital Science ID Image Analysis

(Eastman Kodak Co.) s23 R4 - M TERILE 17 -
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BRI

% Jaccard (1901) ez fHIARE RN GRS ERERIRUAHLLE - FLAZLATT © Nab/ (Nat
Nb-Nab) » Hrt Na ZHRA a FUMEAFEL - Nb JZERZR b FUBRTFEL - Nab 2R a F1 b AR
MR IR AT A R R AR U S L

AEFIF NT-SYS #RiS AR AL R IIHEZR 5% (unweighted pair group method with arithmetic
mean, UPGMA)AGHEH IR DNA Fr BEFFHPU: ST Hg i el (Rl -

RS

BRSMRE

7% 2 F22a 30 FEME ) 2 BRI ~ fEL9PRE - BREUREIR ~ PIRE - nETEEIEY SO E
B S EIRAY R ARG SR  PTal Ay 30 FEMERE IR BRFEIH Y 12 A MR 2 H TR G R
Mt AR EIEE AR 12 H A2 1 A BA) o BB SR Bt & T RIR AT AR BOa B » 75
ZHIMk e fEL] ‘Okinawa’ (150 chill unit, cu) ZBAFERAAHLCER (Sherman ef al. 1988) » #EfL51E
St AR TS KA 50-150 cu 2 i - /Mg 71 12 H 20 HEE S0%(E28E0% > B
SRR TP R - e MR SR EAT RS 50 cu » 2K H Hifthith & MG REEBEERA A 1 AR
AIE 2 AT AREFEREAEE A 175-450 cu Z[Y o G A TER ZRIRATER & (KB
Do IR BEEASEEEEER - B2 A HE - B  fE/ - AU GE - HEER
‘Pink double’ ~ JER1% s ‘Pink lady’ fi* 1 F R A]BIRRLERIAE » HEAG(EIR TR SKEAAT /AL 175-200 cu
ZIED R E R =R K Pink double” FEFHEAMMARYRAR > JEALE Bk AL HHEASL - ‘Pink
lady” {EHEMEIRFHOMEBEEEE - RBIAL ~ “BHRL ~ S EEBRL - B4 ARG - 5
BB BUETF I BN ErZ EAME] - FEilE MeRdbRihT - B8R K RIEREE Kol T HAl
WIS - 2 LB G R BRI i « 25T B S R RAS SR FriEr S R e sy
RESR 8.3-28 g 2] “HRE WErAMEMEP A RERES - REXHEIE  REREIR
& AR IR o B MR B EE - B INEAS  HACEIR - BRERSE A2 R
s/ N FNLGEE W IERTE B - A S n[ FRIEEET T - IV IR 1 Bk ES i o 7EaRER
17 R SR MR n RSP & AR 6.3~ 8.7° Brix [ » AlEERII S 2RI 2.0~3.3%2
[l > SRZEERK « HERREUR - SR R 2 A A S ERIIRE SR -
RAPD 2

LA Operon kit OPA-OPJ, OPAA-OPAE t: 300 figstiés [ F-Efgeatbat el - #3510 36 {5 [+ 55
FHELZ DNA f] 55 2 04 B FEL M LT (OPA 13, OPC 8, OPC 12, OPC 19, OPD 18, OPD 20, OPE
6, OPE 15, OPF 13, OPG 17, OPG 18, OPG 19, OPH 3, OPH 5, OPH 8, OPI 6, OPI 7, OPI 11, OPI 13,
OPI 18, OPJ 4, OPJ 5, OPJ 10, OPJ 13, OPJ 19, OPAA 6, OPAA 7, OPAA 10, OPAA 15, OPAA 17,
OPAA 18, OPAB 1, OPAB 9, OPAD 16, OPAE 12) » Hijt: 36 {i{2 | F-FrffH1 RAPD FE{E B IKIE:
ERESREEA 382 R HER RN - I 348 RZSTUMEARTT - 5 91.1% - BRI [ @1 DNA
ERATHAE 4-19 o181 B R/ N R 150 bp 22 2600 bp < $2#511 S » AfrfiisEiy 2% [ OPH, OPI,
OPJ, OPAA Jz OPAB TiAHH MR AT (2% 3) - DL OPH 5 5[F3£fT PCR SERT SIS 19 %
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7 2. BBRFTRE A MR (2006)

Table 2. Tree and fruit characteristics of mei (Prunus mume) germplasm investigated in 2006

Blossom Flower Fruit Soluble Titrat.

Cultivar name Date” Weight Solids Acid
Type Color Fragrance (2 (°Brix) (%malic)

Pai fen F1¥57 1226 single white slightly 220432 7.020.2  2.2%0.1
Erh hung [ 1/9 single white slightly 13.6£1.0  7.810.3  2.610.2
Ta ching K& 12 single white slightly 256148  7.6102  2.8%0.1
Tai tung 55 1/2 single white slightly 21.547.5 74102  2.8%0.3
Erh ching 7 1/9 single white slightly 18.742.7 63102  2.3%0.1
Yen chin g 1/9 single white slightly 148522 8.610.3  3.3%0.1
Fenghung taiga #8154 1/12 double pink medium - - -
Pink double 1/12 double pink medium -—- -—- -
Sha lien 7438 12/26 single white slightly 19.6132 84102  3.0%0.1
Lao mei ZHf 12 single white slightly 212426  8.740.3 2.410.1
Tao chih pien ;EJ/1i% 1/15 single pink slightly - - -
Wan fan B2 12/26 single white slightly 152425  7.610.3 2.510.2
Tsiao li mei /] MFiz#f 12/20 single white slightly 8.3f14 65104  2.7403
Peige gongfen FIFEIE¥ 1/15 double  pink medium
Ching wu 5 7% 1/9 single white slightly 20.417.8  6.740.1  2.010.1
Ta hung AL 1/2 single white slightly 17.643.5  7.8103  2.610.3
Tao hsing mei Bk 12/26 single white slightly 18.8£2.9  7.0+0.4  2.3%0.2
Yuan chung [E[fd 1/9 single white slightly 14912 7.7t0.1  2.4%0.1
Pin pang [t 1/9 single white slightly 25.843.7  7.610.1  2.630.1
Chin kuang #i: 2/15 double  red medium
Ching kuang 75 1/2 single white slightly 28.011.9 84102  3.040.3
Ta gong fen KEK) 1/25 double pink medium
Chia hsien HI{ll] 1/9 single white slightly 12.8+1.3  7.7402 24402
Pink lady 1/17 double pink slightly --- --- ---
Long you fgilf 2/7 double white strong — — o
Yang lao chih chui BERTE 2/22 single pink slightly
Yu yuan chih chui FIHFZTE  2/15 double  pink slightly
Hung mei #Lff§ 2/22 double pink strong - - —
Wei kai hung “RBHifL 1/25 double  red medium
Ku li hung 54541 2/22 double  red slightly

“50% of the flower bloosm.
Y No fruit set.
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7 3. 36 {[fl RAPD 5 | F{EAg AL ARG R
Table 3. Observed polymorphism with 36 random primers used for RAPD analysis in the 30 cultivars of mei

(Prunus mume)

) Primer Sequence No. of No. of Band size (bp)

Primer code . .

5’—3’ polymorphic bands amplified bands Min. Max.
OPA 13 CAGCACCCAC 10 11 300 1400
OPC 8 TGGACCGGTG 12 12 150 1800
OPC 12 TGTCATCCCC 5 6 400 2000
OPC 19 GTTGCCAGCC 6 9 200 2000
OPD 18 GAGAGCCAAC 6 8 290 1200
OPD 20 ACCCGGTCAC 12 13 430 2100
OPE 6 AAGACCCCTC 8 9 510 1700
OPE 15 ACGCACAACC 10 10 410 1400
OPF 13 GGCTGCAGAA 3 4 290 750
OPG 17 ACGACCGACA 7 8 370 1400
OPG 18 GGCTCATGTG 10 11 450 1400
OPG 19 GTCAGGGCAA 14 15 300 2200
OPH 3 AGACGTCCAC i 9 280 1400
OPH 5 AGTCGTCCCC 19 19 290 1750
OPH 8 GAAACACCCC 13 13 450 2000
OPI 6 AAGGCGGCAG 18 18 180 1750
OPI 7 CAGCGACAAG 15 16 290 200
OPI 11 ACATGCCGTG 7 8 580 2500
OPI 13 CTGGGGCTGA 8 9 510 1750
OPI 18 TGCCCAGCCT 10 11 550 1600
OPJ 4 CCGAACACGG 6 7 420 1950
OPJ 5 CTCCATGGGG 5 6 380 2600
OPJ 10 AAGCCCGAGG 6 8 290 1400
OPJ 13 CCACACTACC 12 13 230 1600
OPJ 19 GGACACCACT 7 8 350 1400
OPAA 6 GTGGGTGCCA 12 12 380 2100
OPAA 7 CTACGCTCAC 11 11 480 2400
OPAA 10 TGGTCGGGTG 5 6 250 1050
OPAA 15 ACGGAAGCCC 6 8 350 1300
OPAA 17 GAGCCCGACT 7 8 350 2000
OPAA 18 TGGTCCAGCC 13 14 290 1500
OPAB 1 CCGTCGGTAG 14 14 400 2100
OPAB 9 GGGCGACTAC 16 18 210 2000
OPAD 1 CAAAGGGCGG 6 8 360 950
OPAD 16 AACGGGCGTC 12 12 250 1900
OPAE 12 CCGAGCAATC 10 10 300 1600

Total 348 382
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BUPEF B Hrp g aT e IAlEHs AR R B (950 bp) (Il 1 k3% 4) - OPAB 9 5 [FHlEHEAS
REE 161 15“’ AUME DNA B HAr 1100 bp o2 FrEefs ALy SRS RrE ey (18 2 3k 4)
WEE| 36 (T | T-HE S FLIESE/S OPH 5 (950), OPAD 1 (450), OPI 18 (750), OPAE 12 (800), OPI 7
(1550), OPAA 10 (1050), OPAB 9 (1100), OPG 19 (300) £ 8 {4 DNA By 5 “[RISH: &
Mg~ VIR ~ RO ~ “BHEAD S5 S (EMELTERVSE BIAERS o BEAH BB P EmE Rk DNAH
B HEMy -~ CKER EEE‘%‘?EI’J OPC 19 (1150) F1OPAE 12 (850) - “ZEfEMF ~ ‘REFHRL HHEEY
OPAA 18 (1200) (F£4)-
HigRatRoth
RIS IR 36 RS | T RAPD Y 382 (E A HR% 26T - SETTARNIEREE

(unweighted pair group method with arithmetic mean, UPGMA) FEEE5 04T » iDL Jaccard’s AL 25K
G » ARAG SR AR SE AL AR o LU AR (similarity coefficient matrix) #&
SIAELL R ASHIRE (dendrogram) » AH{DURE(RELEL S R FSEIRRAGRESE < /3 MTAG DR 30 {altfgfdE i m]
GrEe)\BE L SB—RPEAR Bk AL R R W~ BN T CEE - IR

EIUEGE AR - 55 TR ARy GR ~ “Pink double’ ~ I EE HIZRE H A ‘Pink double’
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Fig. 1. The RAPD patterns of 30 cultivars of mei (Prunus mume) obtained using primers OPH5. Line numbers at top
refer to the number in Tablel. M= molecular weight marker.

500

4. ST R E RAPD JrBg

Table 4. Specific RAPD fragments for identification of mei (Prunus mume) cultivars

Primer revealing specific Primer revealing specific
Mei cultivars fragments (bp) Mei cultivars fragments (bp)
Taching K& C19 (1150), AE12 (850) Longyou Fgiff AA18 (1200)
Taitung 327 C19 (1150), AE12 (850) Hungmei £ 17 (1550), AA10 (1050), AB9 (1100)
Yenchin fRHS H5 (950), AD1 (450) Wei Kai Hung KRBT~ AA18 (1200)
Lao Mei 1 118 (750) Ku Li Hung 41 G19 (300)

Tsiaoli Mei /]NR7HE AE12 (800)
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M1 2 3 4 58 6 7 8 9101112131415 M M 15 17 1819 20 21 22 23 24 25 26 27 23 29 30 M

bp

3000
2000
1500

-1 BBl
N G s = —

500

2. LLOPABY £55 12 30 {iéltfghifl RAPD [E3E - (1~30 FatginiAsT - FERAR 1)
Fig. 2. RAPD patterns of 30 cultivars of mei (Prunus mume Sieb. et Zucc.) obtained using primers OPAB9. Line
numbers at top refer to the number in Tablel. M= molecular weight marker.

TEYIEAREL KRG HEDAE ST - FEUEEARECE 0.91 - BIGBRREOT « S =R EGE RN
pifE CRAL ~ BRI SRR EE S CRI ke ([ - SEVUREH C#E -~ HER - ORBHRL - &
ERGER ~ TIEAEE ~ RER K Pink lady” F-U(EEIEMELRERL - o BEl ke ORBHRL -
B S RIEAERE S RER K Pink lady” FRRG0RE e CHRE VNI~ CHAEEL K
RLME RIS E e (8 3) o FEFTOHTRY 30 Mt aLRE - SEEROUZREHY 0.42-0.91 (2 -
‘Pink double’ B “KTH}RE FHRUE(REGE 091 » BlGRT RO BLE MRS R (RIE
AU RIS 0.42 > BURBH R -

<

5] B

SRR L0 N TSR AR - DR TRIRBRITE - R TIR » Hefy
TR O SR — % N SRR B SE TS - B\ ARSI (R
R - GIPEREIEEREEOSEE, (Wa 1984) - SBIREIIEY — - [ERAHAASTEREIR
R » HEUNR B TR E MG S | A, AP A B2 AR A PSS90 - SR AT
MM AT LRSI A « ATFICRG S E R AR - B W B AL AR
AR » {1 FAASTRAR e — 5 RO BB - {ERLEE AT » A SR B € - HIE
AR AW FIHAM ~ EIRIEN - Pink double « TS K “Pink lady F L {HI
PERTE - H KON~ EIRIEDE - ‘Pink double’ BT « FRIRE - FEARAL 0
K BIDAT » SEEATE - *Pink lady’ BERDAT - EOWTE - BITERS  TEMDE - BMRERER
IR  FERRIAT (ST MBI TER BRI - B HFAEIFI LA IR Fh s R e
sy ELBE R0 B S R B L BB -

AHBRE AR A RIS SIS + 08 RAPD BUEBIRAHTER » KM/ BT,
FRAMFRRIEERE - LU T785 R /M SRR SRR RIS » T » BRER
FEATHE RS 5 P - B S ) FR A R » e BRI B L AR R A R e 43
A A R B TR L 0 - SRR AR BT TGN AT AR
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Fig. 3. Dendrogram illustrating genetic relationship among 30 mei varieties. Constructed by Jaccard’s distance and
UPGMA clustering method using 382 RAPD markers.
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‘H R ER %Eﬁx’%fﬁz miff > BUR RAPD Ry UL RA (04T A3 FAOEIT - AR
‘Pink Double’ Bl FLH)TSE] AR APV GREC T 0800 - nIRERS[A)— At R ol R freid B il > [l
INHGEAET) Pink ¥ ~ SEAI Lady’ HBACH TRIAREY) KEk)y BRE—4F > #HEHRTRER S
BIARESIRE - “HAERL R RN NIELHAE EHsR R (R - A E R #F » A RAPD 44
BRI BB 1R - 2501 30 (EpkRREHE EAIDUEREU Y 0.73-0.93 (Z[# (Wen & Chieh
2003) » ARFEAERTIIATEY 30 flffgitfE - AR Y 0.42-0.91 2] » BURAEHERER
SRR S - ST B R A B SR -

TR R A IRIRAT R RIERF 8D > TS E AR (R PERH I BE AR RS Al
FORE S AR ~ SEERERFMERT AL - SBBIET 2 R MRS - BT TR M A S B B A e R
A FREHEITENL o HER T B R A o SR A R B RS R AR TS -
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Evaluation and Phylogeny of Prunus mume Sieb. et Zucc.
Germplasm by Using RAPD Analysis '

Ien-chie Wen?, Ching-yi Chang” and Wang-ting Shaw’

Abstract

Wen, I. C., C. Y. Chang and W. T. Shaw. 2006. Evaluation and phylogeny of Prunus mume Sieb. et Zucc.
germplasm by using RAPD analysis. J. Taiwan Agric. Res. 55:250~262.

The characteristics of 30 cultivars of Prunus mume collected at Wangshian Germplasm Farm,
Taiwan Agriculture Research Institute were investigated, of them two excellent cultivars ‘Ching kuang’
and ‘Chia hsien’ with high fruit quality and five ornamental cultivars ‘Fenghung taiga’, ‘Peige gongfen’,
‘pink double’, Tao ‘chih pien’ and ‘Pink lady’ with pink and double petals flowers were selected for
economic cultivation and further breeding use. The genetic relationships of the 30 Prunus mume cultivars
were analyzed by using RAPD markers. A total of 300 primers were screened for their ability in
production of strongly amplified products. Out of 36 primers amplified 382 DNA bands, 348 of which
were polymorphic (91.1%). Eight specific RAPD fragments-- OPG 19 (300), OPH 5 (950), OPI 7 (1550),
OPI 18 (750), OPAA 10 (1050), OPAB 9 (1100), OPAD 1 (450), OPAE 12 (800) could be used as specific
markers for identification of cultivars of "Yen chin', "Lao mei', 'Tsiao li mei', 'Hung mei', 'Ku li hung'. A
dendrogram based on the UPGMA cluster analysis was constructed. The 30 P. mume cultivars were
divided into eight groups, including 2 groups of local cultivars, 2 groups of ornamental cultivars and 4
individual cultivars. The similarity index between 'Pink double' and 'Fenghung taige' was 91% indicating
they were the most closest among test cultivars. Whereas, 'Hung mei' was the cultivar far away from
others due to only 42% similarity between it and the closest one.

Key words: Prunus mume, germplasm evaluation, phylogeny, RAPD.
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